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Fig.1 Formaldehyde agarose electrophoresis of RNA.
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Fig.2 Scatterplots of intensity values of cDNA array,
hybridized with two labled samples of RNA. The X axes is cy3
intensity values. The Y axes is cy5 intensity values. FIV stands
for fluorescenece intensity values. Each spot is a gene
hybridized signal in array.

Table.1 Different functional groups of function known or inferred genes

Function Change Accession Definition

Signal transdct- Upregulated M36033 Protein tyrosine phosphatase, receptor type, A

ion Upregulated M36778 Guanine nucleotide binding protein, alpha o
Upregulated U03856 Protein tyrosine phosphatose, receptor type, C polypeptide—associated protein
Dovepes L5556 S s A1) o sl i (VAT s s
Downregulated  J02809 Growth accentuating protein 43
Downregulated NM 013784 Mus musculus phosphatidylinositol glycan, classN (Pign), mRNA
Downregulated  D86214 z/(lilsls musculus mRNA for Ca2+ dependent activator protein for secretion, complete
Downregulated D86238 Neuropeptide Y receptor Y2

Immunity or  Upregulated J03857 Mouse B—cell-specific glycoprotein (B29) mRNA, complete cds

denfense respo- Upregulated X13450 Murine B lymphocyte lineage restricted mb—1 mRNA

nse Upregulated U73744 Mus musculus heat shock 70 protein (Hsc70) gene,complete cds
Upregulated D13208 Mouse gene for mu chain association protein (8hs20)
Upregulated Jo4170 CD72 antigen
Upregulated L46768 Proteoglycan 2, bone marrow
Downregulated ~ AF028722  Mus musculus fetal globin inducing factor mRNA,complete cds
Downregulated  AF232828 I:ZIS]S musculus ventral neuron—specific protein 1 NOVA1 (Noval) mRNA, partial
Downregulated  X04653 Mouse mRNA for Ly—6 alloantigen (Ly—6E.1)

Nucleic acid ~ Upregulated X04123 Mouse mRNA for terminal deoxynucleotidyltransferase (TdT)

correlated  ypregulated U19604  DNA ligase I, ATP—dependent
Upregulated D26089 Mini chromosome maintenance deficient 4 homolog(S. cerevisiae)
Upregulated U89506 Mus musculus Mlark mRNA, complete cds
Upregulated AF071184  Mus musculus formin binding protein 21 mRNA, complete cds
Downregulated  U28068 Neurogenic differentiation
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Apoptosis Downregulated  NM_009761 x}l;; r:usculus BCL2/adenovirus E1B 19 kDa—interacting protein 3—like (Bnip31),
Cell cycle Upregulated NM_011799 Mus musculus cell division cycle 6 homolog (S. cerevisiae) (Cdc6), mRNA
Upregulated AF222801 Mus musculus traube mRNA, complete cds
Downregulated  Z37110 Cyclin G
Transport Upregulated U63419 Mus n?luscul‘us mitoct'londrial 'uncoupling protein (Ucp) mRNA, nuclear gene
encoding mitochondrial protein, complete cds
Downregulated  X70060 M.musculus mRNA for gamma subunit of sodium potassium ATPase
Downrcgulate'd U70859 Mus musculus cationic amino acid transporter (CAT3) mRNA, complete cds
Downregulated  M80251 ATPase, H+/K+ transporting, beta polypeptide, gastric specific
Cytoskeletn  Upregulated M20773 Myosin light chain, alkali, cardiac atria
Upregulated MI13441 Mouse alpha—tubulin isotype M—alpha—6 mRNA, complete cds
Downregulated NM_008389 Mus musculus IAP promoted placental gene (Ipp),mRNA
Protein correla~ Upregulated X04123 Mouse mRNA for terminal deoxynucleotidyltransferase (TdT)
ted Upregulated 254209 M.musculus rpS6 gene
Downregulated NM_013484 Mus musculus complement component 2 (within H-28) (C2),mRNA
Metabolism  Downregulated ~ U27014 Sorbitol dehydrogenase 1
Downregulated  L11333 Mouse carboxyesterase mMRNA
Downregulated NM_009634 Mus musculus adenylosuccinate lyase (Adsl), mRNA
Downregulated = D29987 Mouse mRNA for 4—hydroxyphenylpyruvate dioxygenase, complete cds
Unclassified  Upregulated AF069311  Mus musculus Rhesus blood group protein mRNA, complete cds
Downregulated  X58169 T—complex protein 10a
Downregulated NM_008872 Mus musculus plasminogen activator, tissue (Plat), mRNA
Downregulated  X05260 Spermiogenesis gene
Downregulated ~ M69293 Inhibitor of DNA binding 2
Downregulated  U97149 Pale ear
L FoR RS AT REE L RN BRRR AL S R RRAL T AR T
3 iWie S S5 PR . BTSSR RSB 1

AR AN AR A TREEDRER R —Fh
Rt R, Bl UMRARESSARERARLZFTH
B, ARESRRERANSRE, #FMREEK
ThEEC), A RFRKIERE DT IR AR
HAXEENER . Wit ThEEE MEHEMST,
BANTRIBSEERBAEAY RAMRMAT . 458
AR, 55RS. RSNE. #BR. FEEES
WEEASLNHE, HPLUESHIFRRENE
HIESEDET & PR %, R RS AR 1
ZHE, ZEREEERAFER . BHAMEHRE
DNA K¥ EF=4 51, AZRFEARAT, KA
5 DNA B H A XHEEFIn DNA ligase 1Rk b
F, HHELEEREAEN,

EESHILERENY, BHBEARVREE
FETE,MEE B : MAPKI0 RikE TFE,

Iga. Igb. Hspa8 KERABT S, HEILHEBES)S
R TERR SN, FERBHEERES, X
ERARFE TR, BNESEHMRLTRBEE
BB B5h, REFEEN . BEEHRIE TR,
TIAIA-E4R . 40 R S A T AR e B R th AR A AR
RO, WXt —RPIEFRABRNS, B
SRS RMERRNA — N BERR T, Akt
AENBMBERBTREFRELET S%,

SE 30w

| Zhao R, Gish K, Murphy M et al. Genes Dev 2000, 14 (8):
981-993

2 Amundson S A, Bittner M, Meltzer P et al. Comp
Biochem Physiol B Biochem Mol Biol. 2001, 129 (4):
703-710



Al X 5%, BEEMES BALBc /MR RARER R X IERTR 275

3 Amundson S A, Bittner M, Chen Y et al. Oncogene. 1999, 5 Tusher V G, Tibshirani R, Chu G. Proc Natl Acad Sci U S

18(24): 3666-3672 A. 2001, 98(9):5116-5121
4  Khodarev N N, Park J O, Yu J. Proc Natl Acad Sci US A 6  Eckardt-Schupp F, Klaus C. Biochimie 1999, 81
2001, 98(22): 12665-1270 (1-2):161-171

Profiling of differentially expressed genes induced by ionizing radiation in

bone marrow cells of BALB/c

LIU Hongyan CONG Yuwen SHAN Yajun WANG Jinhui YUAN Xiaoling ZHAO Zhenhu
CHEN lJiapei
(Institute of Radiation Medicine, Academy of Military Medical Sciences, Beijing 100850)

ABSTRACT Microarrays except for cDNA expression arrays was used to profile changes in gene expression of
bone marrow cell after exposed BALB/c to ionizing radiation (IR). The RNA from bone marrow cells was subjected
to cDNA analysis on a microarray of 8079 known genes and ESTs.Data analysis showed that 660 genes changed at
least 2-fold.among the 660 genes, 354 genes showed up-regulation in the radiated BALB/c, whereas 306 genes were
down-regulated. 222 of the 660 genes are function known or inferred genes, which fell into categories of signal
transduction, immunity or defense response, nucleic acid correlated, apoptosis, cell cycle, transport, metabolism etc. It
is suggested that a variety of regulatory pathways in hematopoietic cells were affected by irradiation.
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